Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.041; wR factor = 0.124; data-to-parameter ratio = 16.7.
Related literature
For the structures of related derivatives, see : Fu et al. (2009) ; Aminabhavi et al. (1986) ; Dai & Fu (2008a,b) . For the graphset theory, see: Etter et al. (1990) ; Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrystalClear (Rigaku, 2005 ); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEPIII (Burnett & Johnson, 1996) and ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97. 
Comment
The amino derivatives have found wide range of applications in material science, such as magnetic, fluorescent and dielectric behaviors. And there has been an increased interest in the preparation of amino co-crystal compounds (Aminabhavi et al., 1986; Dai & Fu 2008a; Dai & Fu 2008b; Fu, et al. 2009 ). As an extension on the structural characterization, we report here the crystal structure of the title compound isonicotinonitrile 4-methylbenzoic acid.
The asymmetric unit contains an organic isonicotinonitrile molecule and a 4-methylbenzoic acid organic molecule which are linked by a strong O-H···N and a weak C-H···O hydrogen bonds forming a C22 (7) ring ( Etter et al., 1990; Bernstein et al., 1995) (Fig. 1) . The benzene and pyridine rings are nearly coplanar and only twisted from each other by a dihedral angle of 2.48 (6)°. The geometric parameters of both the organic molecules are within the normal range.
There are intramolecular C-H···N hydrogen bonds and slippest π-π stacking which stabilize the packing (Tab.1 & 2). 
Refinement
All the H atoms attached to C atoms were located into the idealized positions and treated as riding with C-H = 0.93 Å (aromatic) and 0.96 Å (methyl) with U iso (H)=1.2U eq (aromatic) and U iso (H)=1.5U eq (methyl). The positional parameters of the H atom (O1) was refined freely. In the last cycles of the refinement, it was treated as riding with the H1-O1 = 0.82 (2)Å) and U iso (H)=1.5U eq (O). Figures  Fig. 1 . A view of the asymmetric unit with the atomic numbering scheme. The displacement ellipsoids were drawn at the 30% probability level. H atoms are represented as small spheres of arbitrary radii and the H bonds are shown as dashed lines.
Isonicotinonitrile-4-methylbenzoic acid (1/1) Crystal data 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
